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Note
Stalk, helix and cytoplasmic
regions shown unstructured. 
This is due to lack of x-ray 
data. These regions are 
actually folded and hence a 
lot shorter! 
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Note
Stalk, helix and cytoplasmic
regions shown unstructured. 
This is due to lack of x-ray 
data. These regions are 
actually folded and hence a 
lot shorter! 


